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protocol results in the best gDNA quality

. EDTA concentration is not a significant
factor for liver tissue gDNA quality.
However, 30mM EDTA for muscle tissue
appears to result in better gDNA quality
when compared to 100mM EDTA.
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3. There is no best combination of lysis
time and [EDTA] that applies to all tissue
types. However, there are trends in the
resulting yields from each condition:
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high as the current protocol. However the
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the least variable yield between samples.
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Other conclusions:

- Liver tissue always yields more gDNA
compared to muscle tissue, as expected.
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through raw signals indicated by fluorescence that
bind only to dsDNA.

- Liver tissue appears to be less sensitive to
changes in lysis time and EDTA concentration
than muscle tissue.
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