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Background

Clinical description:
Syndrome of progressive muscle and fat wasting,
with gross weight loss of > 5%

Scope:
> 50% of all cancer patients will develop cachexia
leading to fatigue, weakness, immobility, and psychosocial distress

> 25% of all cancer deaths are directly caused by cachexia
via respiratory failure, cardiac failure, and metabolic derangement...
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Building Relevant Models
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Specific Loss of Myosin Heavy Chain Occurs in

In Vivo Models of Cachectic Muscle
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Specific Loss of Myosin Heavy Chain in

In Vitro Samples Validates Model
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High-Content Imaging of

In Vitro Adipocyte Models
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Landmark
Genes

« (Gene expression is
correlated

« Effective dimensionality
of is < 21,000

« Sufficient to measure
~1000 Landmark genes
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Gene Expression Signatures of Cachexia in

In Vitro Muscle and Adipocyte Models
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Upregulated Genes in Cachectic Adipocytes

Reveals Relevant Biology
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Summary

We have created both in vivo and in vitro models
of cachexia

We have shown that our models recapitulate
relevant biology

These models will enable us to generate a
molecular definition of this disease

These models and readouts will also enable us
to use genomic approaches to analyze the
secreted factors that drive this process and the
genetic programs that initiate it
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High-content screening of

In vitro myotubes models
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