GSEALeadingEdgeViewer Documentation

Description: Leading Edge Viewer for GSEA results
Author: Joshua Gould (Broad Institute), gp-help@broad.mit.edu
Summary:

Please see the documentation on the GSEA website
(http://www.broad.mit.edu/cancer/software/gsea/) for information about the leading edge
viewer.

References:
e Aravind Subramanian, Pablo Tamayo, Vamsi K. Mootha, Sayan Mukherjee, Benjamin
L. Ebert, Michael A. Gillette, Amanda Paulovich, Scott L. Pomeroy, Todd R. Golub,
Eric S. Lander, and Jill P. Mesirov. Gene set enrichment analysis: A knowledge-based
approach for interpreting genome-wide expression profiles. PNAS. October 25, 2005,
vol. 102, no. 43, 15545-15550

Parameters

zip file zip output file from GSEA - .zip. Either a zip file or the inputs
below are required.

edb.file edb output file from GSEA - .edb

rnk.file rnk output file from GSEA - .rnk

gene.sets.file gene sets database - .gmt, .gmx, .grp

phenotype.labels cls file - .cls



