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Summary:   
 
Please see the documentation on the GSEA website 
(http://www.broad.mit.edu/cancer/software/gsea/) for information about the leading edge 
viewer.  
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Parameters 
zip file zip output file from GSEA - .zip. Either a zip file or the inputs 

below are required. 
edb.file edb output file from GSEA - .edb 
rnk.file rnk output file from GSEA - .rnk 
gene.sets.file gene sets database - .gmt, .gmx, .grp 
phenotype.labels cls file - .cls 
 
 
 
 
 


